
12/18/17 - Meeting Minutes 

 

Meeting Attendees: David Miller (BCH), Anthony Griffin (Mount Sinai, Toronto), Doug Stewart (NCI), Jesse Hart 

(Lifespan), Xia Wang (Moffitt), Nicky Ullrich (BCH), Jamie Walsky (U Minn), Justin Jordan (MGH), Angie Hirbe (Wash U), 

Adrienne Flanagan (Royal National), Katherine Piculell (BCH), Sarah Berns (BCH) 

 

Oncology & Pathology Working Group 

1. DM: Nischalan Pillay suggested organizing GeM around particular questions to ask. We’ve circulated these 

questions around and asked for feedback.  

2. DM: We are having people look back through their samples and populate the Case Summary Form. This form 

has dropdowns so we can easily organize the data. Detail isn’t too granular. We wanted a target for end of 

January for people to go through their inventory of what they have archived so we can get a better idea of how 

we can address particular questions. Does anyone have any feedback? 

a. Doug Stewart: It may be useful to put in some sort of ID number so that people can keep track of what’s 

been entered. At the moment it’s just the case number and investigator name. 

b. DM: We have the sample identifier format in our protocol. In the meantime, institutions will have to 

keep track of their inventory when they call something ‘Case 1’ for example on this sheet. We will have a 

more robust identifier later. This is just a survey.  

Genomics & Informatics Working Group 

1. Creation of a targeted gene panel of archived samples - waiver of consent to do a limited analysis. This is 

another resource that will be available to the consortium. 

2. We have a collaborator at NYU (Matija Snuderl) that has infrastructure set up for doing epigenomic analysis. 

They also have an informatics pipeline set up there. 

3. Doug Stewart: When will the gene panel be finalized for production? 

a. DM: About 3 months 

b. Doug Stewart: If we have additional suggestions, we should let you know as soon as possible? 

i. DM: Yes, as soon as possible 

c. DM: If anyone has other feedback of what to include in this gene panel, please email us. We can send 

this around to everyone in the consortium. 

d. Adrienne Flanagan: On this gene panel, if people have blood, I would suggest that the germline is also 

included. 

i. DM: Are you referring to a paired normal analysis? 

ii. Adrienne Flanagan: Yes 

iii. Angie Hirbe: If I didn’t have blood from patients that weren’t banked, I worked with a 

pathologist to take normal tissue from a block – we used laser capture, micro dissection and for 

some with large areas of normal tissue, macro dissection 

Data Use & Publications Working Group 

1. DM: Since we don’t have a central IRB and we are using everyone’s institution IRB’s, we will create a third-party 

database at Sage Bionetworks. We talked about having a 1 year embargo period for individual sites to access 

https://docs.google.com/spreadsheets/d/10ejujrAZmf4xYPVfipNqpg5yJRCAQh4hPSry79Q3Wj8/edit#gid=1240518075


their data. Once that embargo period passes, other sites can be given access to look at the data. We want to 

avoid overlaps of what people want to do with the data.  

a. Each site will have one key person designated as the data access person for the database. 

b. We are working on a process for people to identify when they want to work on a particular project. We 

want to have a scientific review committee to review the projects and determine if there is scientific 

overlap. We are in the process of working this out within the working group. We will circulate this to the 

SC as soon as it’s ready. 

Chairpersons 

1. DM: It makes sense to distribute leadership for working groups. I have been leading these, but the SC felt it 

would be good for other people to take on this role. I am available to be a vice-chair for the WGs. I also said we 

would be open to the idea of having co-chairs where multiple disciplines are involved. We haven’t had anyone 

self-nominate themselves for the other working group. 

a. For Oncology & Pathology, Angela Hirbe and Adrienne Flanagan volunteered as chairs for the WG, so I 

want to put it forward to the SC to approve the two of them as the co-chairs of this WG.  

- Everyone in agreement  

April 2018 In-person Meeting 

1. DM: We haven’t decided what the meeting goals will be. I would like the SC to make suggestions for what we 

should target for the meeting. 

a. Doug Stewart: We can talk about barriers to pulling together samples, MTA problems, logistics. At the 

MPNST meeting we had at NCI a year ago, we had a Hackathon – trying to put together people with 

interest in bioinformatics and coding to answer some questions. This may be very interesting. We need 

to pose the right kinds of questions. 

i. DM: We would plan to have Justin Guinney from Sage to come to this if he is available. We can 

discuss the data we want to have in the Sage database and how it can be interactive. 

ii. Ethan Cerami (Dana Farber) from Project GENIE led a Hackathon and he can give us some 

information about how he went about doing this and what we would need. He can also give an 

overview of how they can create different types of data interactions. For example, one type of 

interaction could be that there are complete sequencing files and only someone with 

bioinformatics expertise will be able to extract info out of this. Or they can create a version for 

clinical people to see summary data. We can better foresee displaying this data. 

iii. Doug Stewart: At the MPNST conference at NCI, we had Shasha Jumbe from the Gates 

Foundation – He was very good and had big picture ideas on how to do this. We could invite 

him. He seems to be an interesting keynote speaker. 

1. DM: We can look into whether he’s available. I was thinking of Ethan Cerami. He has 

expertise in hackathons related to TCGA data for example. He can give the Shasha 

perspective and relate it to this.  

iv. Angie Hirbe: We can nail down the questions we are going to answer and the details of the 

analysis we are going to need – exome, whole genome, depth 

v. Doug Stewart: We could have short presentations on what people are doing at their different 

sites  

vi. DM: I was thinking about having a poster section type format as opposed to listening to 15 min 

talks – or we could have people submit suggestions of what they would like to give a talk about 

and let the SC pick which ones they want to hear. Everyone else can make a poster if they want 

to. 



vii. DM: We can draft up a proposed agenda 

viii. Xia Wang: It would be good to add a focus for the immunology part of the tumor. It can be 

integrated into the genome sequencing – new emerging area.  

1. DM: One thing I was thinking about doing – We have Arlene Sharpe here at Harvard who 

is one of the leaders of immunotherapeutics for tumors and I was going to see if she 

would be available to give a talk.  

ix. DM: Any other topics people would like to hear about? Sometimes when we have a group of 

experts like this come together, there is the opportunity to organize discussions on a topic and 

publish a small opinion paper. We could consider doing this. 

1. Doug Stewart: Contingent upon someone taking the lead on this 

x. DM: Another thought – whether there would be an interest of the pathologists getting together 

and looking at actual specimens together and creating consensus or discussing disparities for 

pathology review 

1. Doug Stewart: At our conference last year, we got the pathologists in one room and had 

pulled together cases to review. This seemed to work very well and resulted in a paper. 

Chris Fletcher and Anat Stemmer-Rachamimov were key members of this discussion. 

2. DM: If the pathologists were able to go through archived samples and find interesting 

cases, they could collect these and do a joint review of them. 

Master Participatory Agreement 

1. Katherine Piculell: Mindy Rodden at Wash U has been really helpful with putting this together. We’ll be 

getting this back from her soon and our lawyers will review.   


